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Obu1ecTBO ¢ OrpAaHHYEHHOH 0TBETCTBEHHOCTRIO
Hayuno — npoussoacrsennasn ¢pupma “HUccaenosarenbeknii nentp”
Poccus, 630559, Hosocnbupckasn obnacrs, HoBocuGupcekuii paiion
(000 HII® «MccienoBaTebCKHI HEHTP»),

p-n. Kosibnoso, HayuHno-npousBoacTBeHHas 30Ha, kopuyc 200, opuc 426
IMouroserii agpec: 630559, HoBocuGupekan obiiacts, p.n. Koannoso, a/a 247
Tenedon / paxe: (383) 336-71-32, 336-52-65, 325-30-73 — oTaen mpoaak,

(383) 336-52-72 — Gyxraarepus, (383) 325-30-07 - MJI

N

IIporoko/ HeNbITAHUH Ha JeKAPCTBEHHBIN Mpenapart
JIsi BeTepHHAPHOT0 npuMeHenus Berom 1

No 610 or 04 urosis 2022 r.

l. Toprosoe HaumeHoBauue: Berom 1.
2. MHH: Berom 1.
3. Homep PY: 35-1-10.18-4248NelIBP-1-10.18/03448,

4. Bemyck no TY: 21.20.10-061-23609643-2018.

5. JlekapcTBennasi opma: MOpOLIOK AnA NpHEMa BHYTPb M DPEKTAlNbHOTO ITPUMEHEHHS B MMaKeTe W3
JJAMUHHpPOBAHHOI Oymaru, Macca HeTTo 5 T.

6. Haumenosanmne npoussoantensi: OO0 HII® «Mccnenopatenbekuit LeHTpY.

7. Homep cepuu: 730622.

8. Odbem cepuu, npeabsiBisieMoii Ha ucnbiTanusi: 125450 wr.

9. Mecro otdopa: LI[ID.

10. TaTa otbopa: 28.06.2022.

11. JaTta noctyniaenus B WJIBTK: 28.06.2022.

12. 1aTa Havanaa ucnbiTanuii: 28.06.2022.

13. JlaTta okoH4anus ucnbiTannii: 04.07.2022.

14. KonnvecTBO MoCTYyNMUBIIKMX 006pa3uon: 250 makeTos.

15. Kem oToGpana npoba: nabopanr-mukpooHonor O.B. Turosa.

16. Ccblnka Ha ucnosb3oBaHHOe o6opynoBaHHe:

HaumeHoBaHue Tun 3aBozckoit Homep | CseseHHs 0 NOBEPKE
(aTTecraunu)
TepMocTaT CYXOBO3AYILUHBIH NEKTPHUUECKU TC-1/80 CITY 10009 o 24.05.2023 1.
TepMocTaT CyXOBO3AYLIHBINM JIEKTPUUECKHI TC-1/80 CITY 27559 J024.05.2023 r.
TepMocTaT CyXOBO3AYILIHbBIH HNEKTPHYECKUA TCO-1/80 CITV 3661 o 24.05.2023 1.
Bechl 3eKTPOHHBIE BBICOKOTO KJlacca Ohaus 7125151708 Ho 05.10.2022 r.
Instruments
AHaM3aTop NOPTATHRHBIH AHHOH 7000 359 Ho 04.10.2022 .
JHo3aTop MUIeTOYHBIH OnHoKaHaNbHBII 10090560 Ho 19.10.2022 r.
100 - 1000 mxn
HozaTop muneTouHsli OnHoOKaHaNLHbII 09089662 o 19.10.2022 1.
20 - 200 mxn
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17. Pe3y b TATbI MCIBITAHMIA:

No HaumeHoBaHUE MMOKa3aTes Hopma no HTJ Pe3ynbTar HCIbITAHUH
/n
1. BHewHui BHJ, IBET, 3anax [Topowoxk Genoro useTa O¢3 3anaxa CooTBeTCTBYET
2. Bpewms pecycneHaupoBaHus, MUH. | 10, monyckaercs HaaHIHe 0Canka CooTBeTCTRYET
3. pH (7,040,5) 6,6
4. [Toteps B Macce npu
BhICYLIMBaHUM, %, He Gosee 6,0 CoOTBETCTBYET
5 AHTAarOHUCTHUECKASE aKTUBHOCTh
K TeCT-KyJbTypaMm (30Ha
YrHETEHHS POCTa, MM, HE MEHEE)
Shigella sonnei - 32; 5,0 6
Salmonella typhimurium - 2606; | 5,0 6
Staphylococcus aureus - 209; 8,0 8
Candida albicans - 620 6.0 10
6. Kosn4ecTBO HUBbIX MUKPOOHBIX
knetok, Bacillus subtilis, KOE/r,
HE MeHee 1x10° 2,5x108
T [ToanuHHOCTE Betom 1 no/keH conep:kaTh OaKTepUH CooTBeTcTBYET
Bacillus subtilis
8. MukpoOHoI0rHuecKas YHCTOTa,
HaJTH4Ke:
Enterobacteriaceae; He nomyckaetcs CooTBETCTBYET
Pseudomonas aeruginosa; He nonyckaercs CooTBETCTBYET
Staphylococcus aureus; He nonyckaetcs CooTeeTCTBYET
MOCTOPOHHHX
MMKPOOPTaHH3MOB, B T.4. H
rpuboB, He Dosee THIC/T 300,0 COO0TBETCTBYET

®HO nu1, BEIMOJHABIIMX UCITBITAHUA:
3as. UJIBTK e e AN Qé.—- A.A. Jlensx
®HO nuLL, MpoBEPUBUIMX ITPOBEAECHNUE HCIIBITAHMIA:

JupekTop AW, Nensik

3akI0UeHHe YIIOJIHOMOYEHHOTO JINLIA:
JlekapCTBEHHBII MpenapaT Wi BeTepuHapHoro npumenenns Betom 1, cepusa 730622, B noTpeGHTENLCKOH YIAKOBKE
MakeT W3 NaMMHHMPOBAHHOI Gymard, Macca HeTTo 5 I, B KonudecTBe 125450 mepBUYHBIX YIAKOBOK, [IPOM3BENCH U
nNpoBepeH B COOTBETCTBHM C JIMLEH3MeH Ha TNPOM3BOACTBO JIEKAPCTBEHHLIX CPENCTB, TPEOOBAHHAMH
perucTpaunoHHoro mocke, TpeGoBanmamu  GMP, TpeGopamusm TV 21.20.10-061-23609643, uHbIMH
TpeOOBaHUAMH, YCTAHOBJIEHHBIMH HOPMAaTHBHBIMH akTaMd P®M, COOTBETCTBYIOIIME 3AlHCH ABJIAIOTCA HacThIO
JI0ChE Ha BBITYCK YKa3aHHOH CEpHH M MOTYT OBITh JIETKO HASHTHHIHPOBaHDI B Cilyyae HeOOXOAHMOCTH.

COOTBETCTBHE KAUeCTBA YCTAHOBJIEHHBIM TPpeOOBaHUAM MOATBEP KA.
Brinmyck B rpaxaaHckuii o0opoT paspeniato.

YnoaHOMOYEHHOE JTULO
00O HIID «HcenenosarenbCKuil LEHTP» A.A. Jlensk
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Poccus,

7

O6GuecrTro ¢ orpannyennoii OTBETCTBEHHOCTLIO
Hayumno — nponssoacrsennas pupma “Hccnenosarensexnii uenTp”

630559, Hosocnbupckasn obJ1acTn,

Hosocubupcknuii paiion

(OO0 HII® «HcenenoBareanekmii HEHTP»),

p-n. Koabuoso, Hayuno-npouseoacreennas 30Ha, kopmyc 200, opuc 426

IlouToBsIii aapec: 630559, HosocuGupckan o0nacte, p.n. Kosabnoso, a/a 247
Tenedon / paxc: (383) 336-71-32, 336-52-65, 325-30-73 — otaen npoaax,

(383) 336-52-72 — Oyxraarepus,

(383) 325-30-07 - U1

Macmopt kayecTsa Ha JeKkapcTBeHHbI npemapar
AJIsI BETEPHHAPHOTO IpHMeHeHus Betom 1

Ne 610/1 or 04 mros 2022 r.

ToproBoe naumenopanue: Betom |,
MHH: Betom 1.

[ I SR US I NS Ju—

JlekapcrBennas dopma: opouI
6. Haumenosanmue npoussogurtens: O
7. Homep cepun: 730622.

8. O0bem cepuu, npeasbsBISIEMOii Ha
9. Mecro otGopa: 1{I1®.

10. JaTa ot6opa: 28.06.2022.

Homep PY: 35-1-10.18-4248Ne[TBP-1-10.18/03448.
Boinyck mo TY: 21.20.10-061-23609643-2018.

OK INnd nNpueMa BHYTPb M PEKTAILHOTO NPUMEHEHHS B IAKETe M3
JTaMHHHPOBaHHOH OyMaru, Macca HeTTO 5 T,

OO HII® «Hcenenosarensckuii LEHTpY.

HenbiTanus: 125450 wr.,

11. JaTa nocrynnenus B WJIBTK: 28.06.2022.

12. TaTa Havana uenbrranuii: 28.06.202

2,

13. JaTa okoHyaHus ucnsITanuii: 04.07.2022.

14. Koanecrso moetynupimx obpa3suo
15. Kem oTo6pana npoGa: J1abopaHT-MHK
16. PesynbTaTel nenbrranmii:

B: 250 makeToB.
pobuonor O.B. Turoga.

Ne HaumeHoBanue nokasaresis Hopma mo HT]], Pesynerar uensrtanuii
n/n
1. Bremuuii Bua, nger, 3anax [Topowok Gestoro usera Ge3 3amaxa CoorBercrpyer
2 Bpems pecycnennuposanus, mun. | 10, JIOMYCKAaeTCs HATMIHE Ocaka CootsetcTByer
3. pH (7,040,5) 6,6
4 [Toteps B Macce npu
BbICYLIMBAHUM, %, He Oosee 6.0 CoorBercTBYET
&7 AHTaroHHUCTHYECKas AKTHBHOCTh
K TeCT-KYJIbTypaM (30Ha
YTHETEHHsS POCTa, MM, He MEHee)
Shigella sonnei - 32; 5,0 6
Salmonella typhimurium - 2606; | 5,0 6
Staphylococcus aureus - 209; 8,0 8
Candida albicans - 620 6,0 10
6. KonuuecTpo KUBBIX MHKPOOGHBIX
KIeTOK, Bacillus subtilis, KOE/T,
HE MeHee 1x10° 2,5x10°
T [MoanuHHOCTE Berom | nomken conepskars 6aktepuu CootBercTByeT
Bacillus subtilis
8. Mukpobuonoruieckas 4HcTOTA,
HaJluuue;
Enterobacteriaceae; He nomyckaercs CooTtsetcTByeT
Pseudomonas aeruginosa; He nomyckaetcs CooTteercTBYeET
Staphylococcus aureus; He nomyckaercs CooTtsercrByer
MOCTOPOHHHUX
MHKPOOPraHH3MOB, B T.4. U
rpuboB, He Oonee ThIC/T 300,0 CootBeTcTBYET

DPHO nui1, BLIMONHUBILINUX HCIIBITAHNA:

3as. MJIBTK
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